ABSTRACT We report the 3.2-Mb draft genome sequence of Brevundimonas denitrificans strain TAR-002 T , isolated from deep-sea floor sediment. The draft genome sequence of strain TAR-002 T consists of 3,231,216 bp in 44 contigs, with a GϩC content of 68.47%, 3,866 potential coding sequences (CDSs), 3 rRNAs, and 45 tRNAs.
by seven ArsR family transcriptional regulators, since one of them is clustered with these genes encoding ArsH, ACR3, and arsenate reductase.
Accession number(s).
The draft genome sequence of B. denitrificans TAR-002 T reported in this paper has been deposited to the DDBJ/EMBL/GenBank under the accession no. BEWU00000000 (contig accession no. BEWU01000001 to BEWU01000044) in BioProject number PRJDB6380.
